Musonycteris harrisoni is a monotypic glossophagine known only from xeric scrub forests in western Mexico (Jalisco south¬ eastward to Guerrero). Although the systematic relationships among many glossophagines are uncertain because of the appar¬ ent convergence associated with nectivory, Musonycteris appears to be most closely related to Choeronycteris mexicana. In the orig¬ inal description of Musonycteris, Schaldach and McLaughlin (1960) allied it morphologically with Choeronycteris and distin¬ guished between the two using differences in the basicranium and in rostral proportions. However, because differences in rostral proportions between two species, Choeroniscus godmani and C. periosus, of another genus in the subfamily exceeded those between Musonycteris and Choeronycteris, Handley (1966) consi¬ dered Musonycteris to be congeneric with Choeronycteris so as not "to obscure relationships in this segment of the Glossophaginae." Handley further concluded that Hylonyctens, Scleronyctens, and Lichonyctens, although less specialized for nectivory, also were related to Choeroniscus and Choeronycteris. Phillips (1971) regarded Musonycteris and Choeronycteris as distinct genera based on basicranial differences and the expanded metastyle of M3 of Musonycteris, but agreed with Handley concerning the systematic affinities of the other genera.
The karyotypic relationships of these bats were discussed by Baker (1967 Baker ( , 1979 and Gardner (1977 Stock (1975) found essentially no G or C-band autosomal homologies in those gen¬ era. Patton and Gardner (1971) also suggested that a common evo¬ lutionary origin of the multiple sex chromosomes of Carollia and
Choeroniscus was doubtful. It also should be noted that the five males of Choeroniscus god mam thus far examined had a 2n=19, whereas the three females had a 2n-20, suggesting a system in which the Y has been translocated to an autosome rather than an autosome being translocated to the X, as has occurred in Carollia.
A note of caution, however, should be considered, because the males (from Chiapas) and females (from Costa Rica and Flonduras) were taken from separate geographic localities, and different cytotypes might be involved. Lichonycteris (2n-24, FN=44) is karyotypically distinct among glossophagines; Gardner (1977) assumed it was derived from a 2n=c32, 1981) . Therefore, the most parsimonious conclusion is that taxa with morphologically similar 2n=\6 karyotypes possess a highly derived chromosomal phenotype, most features of which were established in the common ancestor for the three genera {Choero¬ nycteris, Musonyctens, and Hylonycteris). However, standard karyotypes of the three are not identical, and a schematic repre¬ sentation of how the karyotypes of each might be modified into those of the other two is shown in Fig. 2 . The significant point to be derived from this diagram is that no data from standard karyo¬ types document that Musonyctens and Choeronycteris are more closely related to each other than either is to Hylonycteris. It is probable that the differences noted in those genera do not result from heterochi ornatic additions, a rare event in phyllostomid bats (see Baker and Bickham, 1980: 
